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Configurational isomerism in proteins,
186
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reptilian jaw, 13
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in Salmonella, 221, 229
of T4 bacteriophage, 90, 92
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Microevolution, 7
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stages in, 20
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Mutants, deletion, 86, 89, 91
Mutation, 27
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Polypeptide chain, dimensions of, 100
Preadaptation, 13
Prolactins, species differences in, 158,

160

Protamines, conjugation of with DNA,
200, 201

Protein biosynthesis, 195
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“copy-choice,” 86, 87
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Ribonuclease, action of, 103, 104
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photooxidation of, 132, 133
reduction of, 133-135

reversible denaturation of, 136, 137

structure-function relationships, 131
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subtilisin digestion of, 132, 135,
137-140

synthetic substrate for, 104
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sitions of, 147

species differences in structures of,
149

Ribonucleic acid, chemical structure of,
45, 46

nuclear, turnover of, 201, 202
role in protein synthesis, 203, 204,
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Salmonella, chemical genetics of, 221,
222

Saltation, 7

Secondary structure, 117
“Segregation, law of,” 16, 17
Sequential isomerism in proteins, 186
Serum albumin, absence from sera of
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Serum proteins, species differences in,
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Species variation in protein structure,
142

Spectroscopic properties of proteins, 119
Structure, of proteins, 99

in relation to function, 126
primary, 99

secondary, 99-102
tertiary, 99, 102

Teeth, differentiation of, 10
Tertiary structure, 117
Three-factor cross, 175
Transduction, 95
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Transformation, by DNA, 41-44
of linked genes, 44

Tyrosine, anomolous light absorption
of, in proteins, 119, 120

-carboxylate interactions, 120, 121

Urea, effect of on protein structure,
120, 124

Visual pigments, species differencesin,
216-218

Zygote, 21, 32, 33, 35
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